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1. Quequs persica

2. Fagaceae

3. Querqus

4. Quequs persica

5. Querqus libani

6. Querqus infectoria

7. Proanthocyanidin

14. 16S ribosomal RNA
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15. Hypervariable
16. Polymerase chain reaction
17. Single-stranded conformation polymorphism



(Szs o3le 1oy Voo pololy) Wooye 003 St pleowsd LS 5 5 STy lge .Y Jgto

Table 1. Ingredients and chemical composition of the experimental diets (% DM)

Experimental diets (100%)

Ingredients 25% oak Acorn  17% oak Acorn 8% oak Acorn  Non oak Acorn
Alfalfa 16.50 16.50 17.80 18.23
Straw 16.67 18.47 18.65 21.74
Wheat bran 4.70 3.80 4 1
Soyben meal 6.24 5.30 3.60 3.06
Barley 30.50 38.50 47.50 55.50
Oak 25 17 8 0
Calcium carbonate 0.39 0.43 0.45 0.47

Chemical composition

Dry Matter (%) 92.75 92.77 92.74 92.76
Metabolizable Energy (Mcal/kg) 2.55 2.55 255 2.55
Protein (%) 1109 11.09 11.09 11.09
Calcium (%) 0.52 0.52 0.52 0.52
Phosphorus (%) 0.31 0.31 0.32 0.30
NDF (%) 3746 38 x 38.67
ADF (%) 23.80 23.12 \ 21.92 21.68

B > 3250l (i g

Table 2. The.amount ofitannin in the oak
AN

Amount Tannin condensed % Tannin hydrolyzable Total tannin
(gr/kg) 0.15 419 434
(%) 35 96.5 100

0y 53 0l odlitul boly I ciglitie zolawyd Sg3ge (pl clale Y Joua

Table 3. Thé¢oncentration of tannins found on different levels of oak used in the diet

Experimental diets, ' Tannin condensed ~ Tannin Hydrolyzable  Total tannin Amount of oak

(gr/kg) (gr/kg) (9r/kg) (gr/kg)
8% oak Acorn 0.1 34 35 80
17% oak Acorn 0.3 7.1 75 170
25% oak Acorn 04 10.5 11 250
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1. Reticulum
2. Dorsal

3. Ventral
4. Lateral
5. Caudal
6. Pilar
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Table 4. Primers used to propagate the desired 16SrRNA gene

Forward Primer 341 ( 5'- CCTACGGGAGGCAGCAG-3")
Reverse Primer 534( 5'- ATTACCGCGGCTGCTGG -3')
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24, Tetramethylenediamine (TEMED)
25. Operational Taxonomy Unit (OTU)
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Figure 1. 12% polyacrylamide gel (sample epithelial tissue dorsal)
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iversity of ruminal epimoral bacterial population

Shannon Indicator

Ration (%)

0 0.07455°
8 0.18923%
17 0.18636°
en epithelial tissue 25 0.14333¢
P Value P Value < 0/0001
Sample Sampling Position Shannon Indicator
Rumen epithelial tissue Dorsal rumen 0.16343%*
Rumen epithelial tissue Ventral rumen 0.15052%*
Rumen epithelial tissue Caudal rumen 0.14622%
Rumen epithelial tissue Lateral rumen 0.12902°
Rumen epithelial tissue Pilar rumen 0.10322°
Rumen epithelial tissue Reticulum 0.19783%
P Value P Value < 0/01
Significant
Effect of Ration - ke
Position Effect of Sampling - ns

Ration at the Sampling Position - folad
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Figure 2. Effect of diet on biodiversity inal epimoral bacterial po sing Shannon index
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26. Ruminobacter amylophilus
27. Butyrivibrio fibrisolvens
28. Streptococcus Bovis

29. Prevotella ruminicola
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Figure 3. The effect of sampling position on biodiversity of ruminal epimoral bacterial population using Shannon index
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Effect of different levels oak acorn on biodiversity bacterial epimural
populations using molecular techniques of PCR-SSCP in Markhoz goats

Abstract

The aim of this study was to evaluate the effects of different levels of oak Acorn on the biodiversity of rumen epimural
bacterial population using PCR-SSCP molecular technique in Merkhoz goeats. A total of 24 Markhoz goats with a
mean BW of 16.93+1.25 kg and an average age of 4-5 months were tested in a completely randomized design with 4
treatments and 6 replications for 105 days. Experimental treatments included 1) control diet, 2) diet containing 8%
oak acorn, 3) diet containing 17% oak acorn and,4) diet containing 25% oak acorn. The results showed that the effect
of diet on biodiversity of rumen bacterial epimural community was significant*(P <0.001). There was no significant
difference between other experimental treatments (P> 0.05), although treatments containing 8% and 17% oak had
more variety than treatments containing 25% oak. Sampling site had no effect biodiversity of rumen bacterial
epimural community (P> 0.05). The highest value ofiShannaon‘index was relateéito ventral ruminal site and the lowest
was related to reticulum. The interaction effect of diet andySampling position on biodiversity of rumen bacterial
epimural community was significant (P> 0.05). The results, showed that the use'of oak acoern up to 17% in the diet
increased the biodiversity of the of rumen bacterialNepimural community, while the“use of 25% oak in the diet
decreased the biodiversity of the rumen bacterial'epimurahcommunity.

Keywords: Bacterial population; Biodiversity, Markhoz goats, @ak\Acorn, Rumen epimural, PCR-SSCP.



