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ABSTRACT

The aim of this study was bioinformatics and phylogenetic analysis for 5S"UTR region of neuropeptideY (NPY) gene
and its association with body weight and egg production traits in Fars native chickens. For this porpuse 200 blood
samples were collected from Fars Native chickens Breeding Center (Shamsabad station). The whole genome DNA
was extracted using salting out protocol. The promotor region was amplified by PCR and SNP genotyping was
performed by RFLP method. The frequencies of alleles A and B were estimated as 0.46 and 0.54, respectively. The
population was deviated from H-W equilibrium. Statistical analysis indicated that there is no significant association
between NPY genotypes and studied traits (egg number, age at first laying, egg weight at 84 weeks and body weight
at 12 weeks). The results of phylogenetic analysis showed that the sequences of the NPY gene of Fars native chickens
has the most simalirity with EU447658.1 and EU447659.1 sequence information. Interstingly, there is NPY gene of
quail in phylogenetic analysis which can show the key role of NPY gene for regulating the physiological process.
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1. Gonadotropin-releasing hormone
2. Thyroid-stimulating hormone

3. Infandibular nucleus

4. Paraventricular

5. Lateral hypothalamic area
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Figure 1. Electrophoresis of PCR product and enzyme digestion for NPY gene.
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Table 1. The allelic and genotypc frequencies in 5°-UTR region of NPY gene

Genotype number Allelic frequency% Genotypic frequency% x
AA AB BB A B AA AB BB 75
15 152 33 46 54 7 76 17 P <0.05
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Table 2. Descriptive statistics of egg production and body weight

Egg number Age at first egg (day) Egg weight at 84 weeks (gr) Body weight at 12 weeks (gr) Statistics

11.40%47.30 147.68 £11.44 3.80+48.80 123.50 + 1025.40 Average
0.16 0.35 0.82 0.28 P-value
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Figure 2. Approving the point mutatin (A/C) in 5"-UTR
region of NPY gene chickens in Fars native chicken.
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Table 3. The results of Blastn analysis for 5’-UTR

region sequence of NPY gene in Fars native chickens
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Acession number Identity % -value E
EU447658.1 100 2x10™°
EU447659.1 98 8x10™
AH002464.2 97 8x10*
FJ409219.1 94 2x10*"
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Figure 3. The phylogenic tree analysis of 5-UTR
region of NPY gene of Fars native chicken in
compared to similar sequence of NCBI database.
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